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Methylation profile of estrogen receptor promoters gene in leukemia cells
YAO Jie, ZHANG Xiao-bing, WANG Jue, FU Wei-ling ( Department of Laboratory Medicine, Southwest Hospital, Third Military

Medical University, Chongqing 400038, China)

Abstract: Objective To investigate the methylation status of promoter CpG islands of the estrogen recep-
tors (ERs) in leukemia cell lines, including 3 promoters of ERa (ERa-A, -B and -C) and one promoter of
ERB, and explore the possible relationship between the mRNA expressions of the promoters and the CpG methyla-
tion. Methods With RT-PCR and methylation specific PCR (MSP) , the mRNA expressions of above promoters
and their status of methylation in leukemia cell lines HL-60, K562, Jurkat, THP-1, U937 and MOLT-410, and
health controls with or without treatment of 5-AzA-2'-Deoxycitidine (5-Aza-DC). Results Promoters of ER were
all methylated or semi-methylated in the 6 strains of leukemia cells. Only the ERa-A was inactivated in these leu-
kemia cell lines and was unmethylated in all 10 health controls, and the expression was recovered after the treat-

ment of 5'-Aza-DC. Conclusion The CpG islands of ER promoter are hypermethylated in 6 strains of leukemia

cells, and this inactivate the expression of ERa-A, which can be activated by the treatment of 5’'-Aza-DC.
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519 75 (5'—=3") MR EE 1B KRB FEARS R TEIEL
ERa-C-Uf TTTTATATTTTTTGGGATTGT 94 °C, 30 s 46 C, 30 s 72 °C, 60 s 40
ERa-C-Ur AAAAACTCAAAAACCAACA
ERa-C-Mf TTTTATATTTTTCGGGATTGC 94 °C, 30s 49 C, 45 s 72 °C, 60 s 40
ERa-C-Mr AAAAACTCAAAAACCGGCG
ERB-Uf TTTGGAAGGTGGGTTTGGTT 94 °C, 30 s 46 C, 30 s 72 °C, 60 s 40
ERB-Ur CACATACAAATATAATAACTAACA -
ERB-Mf TTTGGAAGGTGGGTTTGGTC 94 °C, 30 s 49 °C, 45 s 72 °C, 60 s 40
ERB-Mr CGCATACAAATATAATAACTAACG
RT-Cf GCACAGCACTTCTTGAAAAAGG 94 °C, 30s 59 C, 45 s 72 °C, 60 s 40
RT-Bf CACATGCGAGCACATTCCTTCC 94 °C, 30 s 61 C, 45 s 72 °C, 60 s 40
RT-Af CCTCGGGCTGTGCTCTTTTTCC 94 °C, 30 s 62 °C, 45 s 72 °C, 60 s 40
RT-ABCr AGGGTCATGGTCATGGTCCG
RT-Common-f ACGACTATATGTCCAGCC 94 °C, 30s 62 °C, 45 s 72 °C, 60s 40
RT-Common-r AGGTTGGCAGCTCTCATGTCTCC
RT-ERB-f CTTGGAAGGTGGGCCTGGTC 94 °C, 30 s 59 C, 30s 72 °C, 60 s 40
RT-ERB-r CGCATACAGATGTGATAACTGGCG
B-Actin-f AAGGCCAACCGCGAGAAGAT 94 °C, 30 s 52°C,30s 72 °C, 60 s 40
B-Actin-r TCGGTGAGGATCTTCATGAG
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IRERIG T E 25 SRR S kR o
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M. 100 bp DNA ladders (TaKaRa) ; 1.2.3.4.5.6.7 %% 4 ERa-A,
-B, -C,ERa A H 2f 18, ERB, B-actin #v & g 3+ J&, ERa-A (110
bp), -B (187 bp), -C (167 bp), ER«a a2} B& (252 bp) , B-Actin
(876 bp)
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