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1407 26 58.51 65.38 TGTTATTTTAGGGTTTGAGGTTATGT
1 84-86 88 -90.
1572 24 59.01 62.50 AACCAATCTAAAAACCACACTTCA
DNA
3 PCR J. 2006 28 18 1915 -1917.
Rozen S Skaletsky H. Primer3 on the WWW for general users and for
PCR biologist programmers J . Methods Mol Biol 2000 132 365 -386.
DNA o “ur GC PCR





