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Proteomic analysis of lymph nodes affected by esophageal squamous cell carcinoma
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Abstract; Objective To analyze the differential expression of proteome between metastatic lymph nodes
and normal lymph nodes in esophageal squamous cell carcinoma. Methods Two dimensional polyacrylamide
gel electrophoresis (2-DE) technique and computer-assisted image analysis were used to separate the protein
spots and analyze the differential expression of proteome in the metastatic lymph nodes and normal lymph nodes.
Results There were 23 protein spots significantly differentially expressed, of which 4 protein spots were newly
found, 1 protein spot disappeared, 14 protein spots increased markedly, and 4 protein spots decreased signifi-
cantly. Conclusion The proteomic expression in metastatic lymph nodes of esophageal squamous cell carcino-

ma is significantly different from that of the normal lymph nodes, which may be associated with the mechanism
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of metastasis of esophageal squamous cell carcinoma.
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