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Cellular localization of BRP44 up-expressed in prostate cancer and prediction of

gene function

WU Gang, PENG Liang, NIE Zhi-lin, YE Jin, BI Gang, JIN Wen-sheng, JIN Feng-shuo ( Department of Urology, Institute
of Surgery Research, Daping Hospital , Third Military Medical University, Chongging 400042, China)

Abstract: Objective To explore the subcellular localization of GFP-BRP44 in LNCaP cells and predict
the gene functions of BRP44. Methods The plasmid with fusion gene of BRP44 and green fluorescent protein

(GFP) was constructed and transfected into LNCaP cells by liposome. The subcellular localization of GFP-

BRP44 and pure GFP was observed by laser scannning confocal microscope. The gene function was predicted by

analyzing the sequence and motif of BRP44 with bioinformatics. Results Some useful information predicted a-

bout gene function of BRP44 was gotten. The fusion protein of GFP-BRP44 expressed in both nuclei and cyto-

plasm of LNCaP cells. However, compared with pure GFP, the expression of GFP-BRP44 in cytoplasm was

stronger than in nuclei. Predicted information hinted that BRP44 may be a regulatory factor regulating some

gene expression in cellular mitochondria. Conclusion The protein of BRP44 mainly located in eytoplasm of

LNCaP cells.
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