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Relationship between mdrl gene C3435T polymorphism and blood concentration of

FK506 after oral administration

CHEN Wei, HU Zhi-de, WU Li-juan, DENG Shao-li ( Department of Laboratory Medicine, Institute of Surgery Research, Daping
Hospital, Third Military Medical University, Chongqing 400042, China)

Abstract: Objective To investigate the relationship between the mdrl gene C3435T polymorphism and
the blood concentration of tacrolimus ( FK506) after oral administration. Methods
the target gene from 17 Chinese Han patients after renal transplantation. The FK506" s blood concentration was

PCR was used to amplify

detected 12 h after oral application. Then the relationship between them was estimated. Results  As for those
patients who had taken FK506 at the same dose, the blood concentration was highest in those of T/T genotypes,
and then C/T and C/C genotype followed. Significant differences were found among these 3 groups. Conclu-
sion FK506's blood concentration after orally application is associated with the mdrl gene C3435T polymor-

phism. Detecting the polymorphism of mdrl gene C3435T is helpful when FKS506 is given orally.
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