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Abstract: Objective To investigate the expression of interferon-induced protein with tetratricopeptide re-

peats 1 (IFIT1) in burned mice and its mechanism,

Methods  Kunming mice were inflicted second-degree

burn covering 15% of the total body surface (TBSA) on the back. Another five normal mice served as controls.

The mouse peritoneal macrophage cell line RAW264.7 was stimulated by 0. 1 =1 pg/ml lipopolysaccharide for

6 h. The mouse tissues of liver,

lungs and spleen on day 1 or 7 after burn and RAW264. 7 cells were disposed

to extract total RNA and protein, then IFITI mRNA and protein levels were detected by reverse transcription-

polymerase chain reaction and Western blotting. Results

Transcription of IFIT1 in liver, lungs and spleen of

burned mice was apparently increased one day after burn, and 7 days later, the mRNA recovered to normal ley-

el. IFIT1 protein levels were elevated one day after burn, and still detectable 7 days later. In vitro, lipopolysac-
charide strongly induced the expressions of IFITI mRNA and protein in RAW264. 7 cells. Conclusion The

expression level of IFITI in mice was sharply elevated at the early stage of burn injury, and endotoxemia may be

one reason of this change.
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