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Study on 4 977 bp deletion mutation of mitochondrial DNA in non-small lung cancer
DAI Ji-gang', XIAO Ying-bin', MIN Jia-xin’, ZHANG Guo-qiang’, XIANG Ming-zhang’, WU Qiu-ping’, YAO Ke’,
ZHOU Ren-jie’, YU Zu-bin® (' Department of Cardiovascular Surgery, *Department of Thoracic Surgery, Xingiao Hospital, Third Mili-
tary Medical University, Chongqing 400037, China)

Abstract: Objective To study the 4 977 bp deletion of mitochondrial DNA in lung cancer, paraneoplas-
tic tissue and normal lung tissue from non-lung cancer subjects and its significance in the development of canc-
er. Methods Lung cancer tissues and paraneoplastic tissues from 37 non-small lung cancer patients, and nor-
mal lung tissues from 20 patients without lung cancer were analyzed by long PCR technique. Results Mito-
chondrial DNA 4 977 bp deletion was detected in 54. 1% (20/37) of lung cancer tissues, 59.5% (22/37) of
paraneoplastic tissues and 30.0% (6/30) of normal lung tissues. The correlation between 4 977 bp deletion and
age, smoking was present in our data. Conclusion Mitochondrial DNA 4 977 bp deletion, which may reflect
the environmental and genetic influences during tumor progression, is not specific to lung cancer and unlikely to
play an important role in carcinogenesis.

Key words; mitochondrial DNA ; lung cancer; deletion; mutation

SRR RN WA, CHAACH A R LR M TR k4
FEIRAH , HAESE & o] e B fE i s h T %Hq‘ MAEY B EERM#HE T
T ETE 40 Mo i) e i AC A4 A i A il A2 it 2 ERRiAA DNA 2878 18 o PR T 98 O A A 22—
2R DNA 2375 H HIT 2 76 25 5 iy B i 87 240 Jfd ok v
EATNE : [EF G AR 4 VRN A (39900173 ) ; WK 5 #A R34 ¥F K, HEE M mDNA R MR, &4 TH X %

e . SR K P A 2 5 5 Btk T S0 A
Supported by the National Natural Science Foundation of China(39900173) 28] o
and the Natural Science Foundation of Chongging(2005) R#&ﬂg“;{:*‘%%ﬁ%[ "o MIDNA 4977 bp XH‘EX'&-&
RN MACRI(1971 - ) 50, IR EL A WL, B, Bl SRR IR OL I — e BB S 28 AE . O HR A R R A
TR 0 £ 2 T ROTIRE , & 33650 40 AR . W3 (023)68774616 DNA 4 977 bp S Bk A F0 g (8] B9 R S AT

SWATES . 1 i, E-mail; daijigang@ vip. sina. com Z‘B\"J T mtDNA 4 977 l.)p kﬁﬁﬁﬁkﬁé %Eﬂfﬁ’ﬁgﬂgﬂ .ﬁ%ﬂi
ACH B 34 :2005 - 10-25 ; § 5] B ) : 2005-12-15




2124 ® = EE

o5 28 {5

(R ECWNE IR DE RO TR i TR S
5B ORI R L S B R AR AR

1 #MRERE

1.1 5= 34t

37 {346 £ 20 90 35 il £ 5 B A R B 5 = R R
BrBE B 2003 —2004 E40RLFARBH , K12 mM L. 550
HAARA N[ — B E BTN S em DL F Y IE F B2l 21, 414
SEIESE AT IR AN . B 28 ], ot 9 i, A 1S (R
R 10 3204 HRARe Rl 1 4F ) AN 5 22 i ( Mo
FLHG G 2 R B | LA B89 ) . MEAEIR 30 ~T75 %,
rr ARG A 55 . ARETAE AR S 23 9], ARAEE 14 . 20 )
IE R il A AR AR B A 55 = 5 B R A S ot 2003 - 2004 4F |
Mg A SR AR B, Hrh S 13 ), Lo te 7 ], A 9
], AN AR 11 () R 0 4 R s R K O 1 AR L 4
f) . HEFRE 25 ~70 &,
1.2 #8473k F 40 DNA 2 5

K B AR R SRR 2 B HURE [ 41 DNAL BT i DNA
T TE MW, S0 R i T2 i, - 20 CORAF &
1.3 44k DNA K368 PCR ¥ %

A G IE SRR A DNA IR REE L S IE 2 PCR 438 19
B IRATTHEAR L B A R e 2 AR 2R R AR DNA {R<F X B0 T 1
514 (PL/P2) , JEFI 40 F . P1, 5'-AACATACCCATGGCCAAC-
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AT AR HE R A gL E TRt S5
W AR R VD I L AL 2 RURE P B 4 977 bp A
Bl 2 SR 00 15 T 988 A1) DL L ( A 495 191 0 4R 4
23 {51, FL e R KA 8 2 AR 18 ) .
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