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Microarray-based miRNAs profiling in human breast cancer

LIAO Hnng-xiel'. SUN .Iian-guu“. ZHANG l.ia’mg‘, CHEN Min', CHEN Bin', LOU (iui-yu' , ZHOU I)u-jin| . CHE?
let'llg-l‘dllgz( 'Department of Biochemistry and Molecular Biology , College of Medicine, Chongging 400038 “Cancer Research Center
Xingiao Hospital, Third Military Medical University, Chongging 400037 ;" Capital Bio Corporation, Beijing 102206, China)

Abstract: Objective To make microRNAs ( miRNAs) microarray for mammal miRNAs profiling and 1o
screen breast cancer-specific miRNAs and analyze their functions preliminarily. Methods — First, 496 probes
designed according 1o known miRNAs sequences of human and mouse. Then, miRNAs microarray was made
and subjected 1o eredibility verification. Next, MCF-7, breast cancer cell line, and MCF-10A, normal human
mammary epithelial cell line were cultured for respective total RNA extraction. Small molecular RNA was sepa-
rated and fluorescence labeling was performed by T, RNA ligase. Finally, microarray hybridization was per-
formed 1o obtain miRNAs signature of human breast cancer. Results  We successfully made credible miRNAs
microarray and obtained 57 hreast cancer-related miRNAs by microarray-based sereening, including 29 highly-
expressed miRNAs and 28 lowly-expressed ones. Conclusion  We built up the technical platform of mammal
miRNAs detection and obtained miRNAs signature of human breast cancer so as to lay necessary basis for re-
search on the [unction of MIRNAs in breast cancer.
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