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Role of Id2 in neuronal differentiation of SVZa neural stem cells
ZHANG Zhi-yuan, YANG Hui, LIU Shi-yong, HE Jia-quan, QIU Ke-jun, SONG Ye-chun ( Department of Neurosurgery
Xingiao Hospital, Third Military Medical University, Chongging 400037, China)

Abstract; Objective
cells. Methods The neural stem cells derived from SVZa of postnatal day 0 ( PO) Kunming mouse were sepa-

To investigate the role of 1d2 in the neuronal differentiation of SVZa neural stem

rated and cultured in vitro. The rate of neuron in the differentiated cells of SVZa NSCs induced by sense 1d2 or
anntisense 1d2 plasmids was detected by flow cytometry. The expression of 1d2 in SVZa NSCs induced with dif-
ferent concentrations of BMP2 was detected by Western blotting. Results  The rate of neuron of sense 1d2
group was lower than that of blank group, while the rate of neuron in antisense 1d2 group was higher than that of
blank group. The expression of 1d2 was enhanced by BMP2 in SVZa neural stem cells. Conclusion 1d2 re-

tards the neuronal differentiation of SVZa NSCs. The expression of 1d2 is enhanced by BMP2. They are coordi-

nately implicated in regulating the differentiation of SVZa NSCs to neurons.
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