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Study on antibacterial activity of recombinant mouse high-mobility group box-1

GONG Wei, HE Feng-tian, GAO Hui-guang, LI Rong-fen, HU Ying ( Department of Biochemistry and Molecular Biology,

Col-

lege of Medicine, Third Military Medical University, Chongging 400038, China)

Abstract; Objective To lay a foundation for further study on high-mobility group box-1 ( HMGB1) by
preparing the functional recombinant mouse high-mobility group box-1(rmHMGBI) and observing the antibacte-
rial activity of rmHMGB1. Methods The total RNA was extracted from the spleen of BALB/¢ mouse and the
¢DNA fragment encoding mouse HMGB1 was amplified by RT-PCR. After sequenced, the ¢cDNA fragment was
cloned into the prokaryotic expression vector pQE-80L. Then the recombinant vector was transformed into
E. coli. DH5. The rmHMGBI1 was expressed by the transformed cells induced by IPTG, and was purified with
Ni?*-NTA chromatography. The antibacterial activity on S. awreas, E. coli. JM109, ATCC25922, DH5« and
P. aeruginosa of the purified protein was compared by dilution in the test tubes and dispersion method. Results

A 648 bp ¢DNA fragment was amplified by RT-PCR, which was consistent with the sequence encoding mouse
HMGBI1 reported in GenBank. The purified rmHMGB1 could inhibit the S. E. coli. JIMI109,
ATCC25922 and DHSq efficiently in vitro. The antibacterial activity on the four kinds of bacterium was S. au-
reas > JM109 > ATCC25922 > DH5«. However, the rmHMGB1 showed no antibacterial function on P. aerugi-
nosa. Conclusion The rmHMGBI can be expressed by E. coli. . The purified protein possesses antibacterial

aureas ,

activity on some bacteria, which may pave a way for further studies.
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