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To construct the replicate-deficient recombinant adenovirus expressing apurinic/

apyrimidimic endonuclase/redox factor 1 ( APE/Ref-1) for gene therapy that protects spiral ganglion of cochlea
Methods
mid vector pAdTrack-CMV. Then pAdTract-APE/Ref-1 was homologously recombined with the backbone plas-
mid pAdEasy-1 in bacteria BJ5183. pAdEasy-GFP-APE/Ref-1 transfected in 293 cells. Results By Western
blotting, restricted enzymatic digestion, DNA sequencing, the fragment inserted into pAdTrack-APE/Ref-1 was
identified as APE/Ref-1. AdEasy-GFP-APE/Rel-1 could efficiently infect 293 cells. Conclusion
deficient recombinant adenovirus AdEasy-GFP-APE/Ref-1 could infect 293 cells and express APE/Ref-1 pro-

against oxidative stress. APE/Ref-1 was cloned from rat brain tissue and inserted into shuttle plas-
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tein effectively.
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