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A nested PCR assay to diagnose disseminated trichosporonosis in murine model
YANG Rong-ya, ZHAO Xun, HAO Fei ( Department of Dermatology, Southwest Hospital, Third Military Medical University,

Chongqing 400038 , China)

Abstract; Objective To explore the feasibility of the nested PCR technique to detect the Trichosporon
asahii DNA in the blood and liver samples from the murine model of disseminated trichosporonosis. Methods
On day 3, 7, 14 after intravenous inoculation of Trichosporon asahii suspension, blood and liver samples of 30
BALB/¢ mice were collected. Another ten normal mice serve as control. DNA was amplified by nested PCR,
with a pair of primer. Fungal culture was done as control. Results On day 3, 7, 14 after inoculation, the
positive rate of the serum fungal cultivation were 0, 20% , 0; the positive rate of the serum after nested PCR as-
say was 80% , 90% , 88.9% ; the positive rate of liver fungal cultivation were 50% , 40% , 22.2% ; the posi-
tive rate of liver after nested PCR assay was 90% , 90% , 88.9%. There were statistical differences between
the positive rate by nested PCR assay and fungal cultivation to check the serum and liver samples on day 3, 7,
14 after inoculation. The survival mice to the 14" day were too less to make statistical analysis. Conclusion

The results suggest that T. asahii DNA assay by nested PCR is more specific, more sensitive, and faster than fungal

cultivation. The nested PCR assay could be a potential assay for the diagnosis of disseminated trichosporonosis.
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