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Construction and suppressive effect of siRNA targeting mouse STAT3
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Abstract: Objective To construct the specific interference plasmid targeting mouse STAT3 gene, and i-
dentify its suppressive effect. Methods The specific siRNAs targeting STAT3 gene was constructed. The semi-
quantificational RT-PCR, Western blotting, immunocytochemical staining, cell proliferation and luciferase assay
were used to confirm the validity of the recombinant siRNA plasmid. Results The siRNA plasmid was proved
specifically to block the activation of over-expressed STAT3 in a dose-dependent manner in 2937 cell, not only at
protein level but also at mRNA level. Conclusion RNAi could specifically and efficiently inhibit STAT3 gene
expression, and it will become an effective tool for searching the function of STAT3 relating 1o embryogenesis,
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