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Establishment of prokaryotic expression system of CUB7-8 fragment of hcubilin
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Abstract: Objective To construct CUB7-8 fragment prokaryotic expression vector of humancubilin, the
endocytic receptor for albumin and to induce expression and identify the expression product. Methods The
expression vector pGEX-hCUB7-8 was constructed by recombinant DNA technology and the expressed protein
was identified by SDS-PAGE and Western blotting after induction by PTG, then the interaction between the fu-
sion protein and albumin was verified. Results pGEX-hCUB7-8 was construcled successfully and the coding
region was inserted into the vector correctly. A new protein band, about 52 x 10, was ohserved by SDS-PAGE
analysis after induction by IPTG and Western blotting. MeAb against GST had positive reactions with the fusion
protein. Conclusion CUB7-8 protein can be expressed in E. coli. expression system and will combine with
albumin. 1t is applicable for further investigation of cubilin.
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