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Inhibited expression of ERp29 in IEC-6 cell by RNA interference

YANG Yuan, ZHANG Bo, WANG Meng, WANG Jun-ping, SU Yong-ping (State Key Laboratory of Trauma, Burns and Com-
bined Injury, Institute of Combined Injury, College of Preventive Medicine, Third Military Medical University, Chongging 400038, China)

Abstract; Objective To construct pAVU6-siERp29 expression plasmid and observe its function in IEC-6
cells, Methods Rat siERp29 was subcloned into pAVU6 +27, DHIOB E. coli. was transformed with the recom-
hinant plasmid, and the ampicillin-resistant clones were identified by double digestion with Hindlll and BamHI
and DNA sequencing. [EC-6 cells were transfected with the identified pAVU6-siERp29 and pAVU6 +27 by Lipo-
fectamine2000. Results The DNA fragment obtained by double digestion and DNA sequencing showed that si-
ERp29 was inserted into the pAVU6 +27 in correct orientation and reading frame. G418-resistant colonies of IEC-
6 cells were obtained and confirmed as positive by PCR. The expression of ERp29 protein decreased by Western
blotting. Conclusion pAVU6-siERp29 expression plasmid was constructed and took effect in IEC-6 cells, which
help to further study the biochemical and physiological role in radiation response of this protein.
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