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Correlation between HSP90 and invasion and metastasis of human breast cancer cell
line

DENG Hua-yu, LUO Hong-xia, FAN Wei-ke ( Department of Pathophysiology, Chongging University of Medical Sciences,
Chongqing 400016, China)

Abstract; Objective To investigate the correlation between the HSP90 expression and invasion and me-
tastasis potential of human breast cancer-cell line. Methods The mRNA expression level of HSP90 was detec-
ted by RT-PCR. The protein expression level of HSP90 was measured by Western blotting. The effects of
HSP90 inhibitor Geldanamycin ( GA) on the invasion and motility abilities of human breast cancer line MDA-
MB-231 and MDA-MB-435s in vitro were explored by transwell chamber. Results The mRNA expression lev-
el of HSP90w in MDA-MB-435s cell was higher than that of MDA-MB-231 cell (P <0.01). The mRNA ex-
pression level of HSP9OR had no difference (P >0.05) between the two cell lines. The protein expression level
of HSPY0O in MDA-MB-435s cell was higher than that of MDA-MB-231 cell (P <0.01). The invasive and me-
tastatic potential in human breast cancer cell MDA-MB-435s and MDA-MB-231 had no difference (P >0.05).
After treated with GA, the invasive and metastatic potential in human breast cancer cell MDA-MB-435s and
MDA-MB-231 was suppressed significantly (P <0.01,P <0.05), but the effects of HSPOO inhibitor GA on in-
vasive and metastatic potential of MDA-MB-435s cell was more significant than that of MDA-MB-231 cell (P <
0.01). Conclusion . The abilities of invasion and metastasis of breast cancer cells are related to the expression
of HSP9O.
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