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Abstract: Objective To study the effects of Tetrazanbigen ( TNBG) on the gene expression of human

hepatocellular carcinoma cell line QGY-7701 for elucidating its antitumor mechanism. Methods

The ¢DNA

microarray technique was used to explore the gene expression profiles of the tumor cells before and after TNBG

treatment. Results The ¢cDNA microarray screened 1 200 differential expression genes. The expression differ-

ence of genes involving lipid metabolism was most remarkable, in which 10 genes involving lipid biosynthesis

were up-regulated, 3 genes responsible for lipid degradation and 1 for lipid transport were down-regulated.

Conclusion

tumor cells.

The mechanism of antitumor effect of TNBG is probably wia interfering with lipid metabolism of
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