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Construction of adenovirus expression vector of Bek and its expression in mamma-

lian cells
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Abstract; Objective
FR2-1llc mRNA in fibroblasts for ensuring easy access to the investigation of skeletal development. Methods

To construet adenovirus expression vector of Bek and observe its expression of FG-

The adenovirus expression vector of Bek had been constructed by using AdEasy-1 adenovirus vector system. Af-
ter infecting fibroblasts, the FGFR2-Ill ¢ mRNA which expressed by this vector in fibroblasts was detected by
fluorescent quantitive PCR( FQ-PCR). Results
they were infected by adenovirus expression vector of Bek. Detection of fluorescent quantitive PCR indicated

Green fluorescence in the fibroblasts could be observed after

that the adenovirus expression vector of Bek had a significant effect on transgenically expressing FGFR2-TI ¢
mRNA(P <0.05). Conclusion The adenovirus expression vector of Bek has successfully been constructed

that can express FGFR2-ll¢ by path of transgene.
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