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Construction of sense and antisense human heparanase and green fluorescent protein

eukaryotic co-expression vectors and expression in hepatic cancer cell lines
CHEN Ling, LI Zhi-hong, YANG Shi-ming, LI Jing-jing, CAI Yong-guo, FANG Dian-chun, LUO Yuan-hui, WANG
Dong-xu ( Gastroenterology Research Center, Southwest Hospital, Third Military Medical University, Chongqing 400038, China)

Abstract: Objective To construct sense and antisense human heparanase green fluorescent protein eukary-
otic expression vectors and then transfect these vectors into hepatic cancer cell lines. Methods The human
heparanase ¢cDNA fragment contained in the pcDNA3 Hpa vector was cloned into the enhanced green fluorescent
protein eukaryotic expression vector pIRES2-EGFP in cis-direction or trans-direction. The recombinant vectors
were identified by digestion of BamH | and further by DNA sequencing. Then the recombinant were transfected to
hepatic cancer cells with highly metastatic potential (MHCC97-H and HCCLM6) or with lowly metastatic potential
(MHCC97-L) by liposome method. After 48 h, the transfected cells were observed under fluorescent inverted mi-
croscope. Results  After digested by BamH [, two fragments of 5.3 kb and 1. 7 kb were formed in sense fluores-
cent eukaryotic expression vector, while two other fragments of 6. 5 kb and 0. 5 kb were formed in antisense fluo-
rescent vector, both of which were respectively named as pIRES2-EGFP-sHpa and pIRES2-EGFP-aHpa. The
DNA sequencing also confirmed the linking direction of sense and antisense recombinant. Green fluorescence of
the transfected cells could be observed under inverted fluorescence microscope at 48 h after transfection. Conclu-
sion Human heparanase sense and antisense fluorescent eukaryotic expression vectors are successfully construe-
ted and transfected to human hepatic cancer cell lines with different metastatic potential.
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