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Application of large DNA fragment cloning and sequencing approach in the genomic

sequencing of phage PaP1
LI Ming, SHEN Xiao-dong, CONG Yan-guang, TAN Yin-ling, RAO Xian-cai, HU Fu-quan ( Department of Microbiology
College of Medicine, Third Military Medical University, Chongging 400038, China)

Abstract: Objective To explore the genomic sequence ol Pseudomonas aerugonosa phage PaPl by large
DNA fragment cloning and sequencing approach. Methods Genomic DNA was digested by restriction endonu-
clease Aat Il , were ligated with sequencing vector pYLTACT after modification. The ligation products were
transformed into competent cells by electrotransformation, then the recombinant clones were screened and se-
quenced. Results Genomic DNA was cul into eight restriction fragments with Aat [l digestion, three of which
were cloned successfully into vector pYLTACT. The size of the three successfully inserted [ragments was deter-
mined as 9 805, 8 335 and 3 465 bp respectively. Conclusion Large DNA fragment cloning approach can o-
vercome the shortage of shotgun sequence assembly approach effectively and is helpful to complete the whole ge-
nomic sequence of phage PalPl.
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