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Expression of suppressors of cytokine signaling-2 in the pathway of rostral migratory
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Abstract; Objective

To study the expression of suppressors of cytokine signaling-2 (SOCS2) in the

pathway of rostral migratory stream of neural stem cells in adult rat brain. Methods To examine the expression
of SOCS2 in SVZa, RMS and OB area by reverse transcription-polymerase chain reaction ( RT-PCR) and in situ
hybridization technique. Results Expression of SOCS2 was different in SVZa, RMS and OB in adult rat
brain. Expression of SOCS2 showed the peak at the area of OB, less in SVZa, the least in RMS. Conclusion

The different expression of SOCS2 in SVZa, RMS and OB areas in adult rat brain indicates that SOCS2 may
play an important role in the development, migration and orienting differentiation of neural stem cells derived

from SVZa in adult rat brain.
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