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Expression and identification of HSPC016 gene of human dermal papilla cell by

Pichia pastoris expression system

70U Feng', HAO Fei', SONG Zhi-giang', YI Yong®, YANG Xi-chuan', YANG Bin', YE Qing-yi' (' Department of Der-
matology , Southwest Hospital, *Department of Clinical Biology and Immunology, College of Medical Laboratory , Third Military Medical Uni-

versity, Chongqing 400038, China)

Abstract; Objective To construct and express the gene of HSPCO16, and to study the basic biological
properties /characteristic of the HSPCO16 gene expression products. Methods The HSPCO16 gene was ampli-
fied from the plasmid of pET-28a( + )/HSPCO16 by PCR. The gene was subcloned into the plasmid pMD-18T
and digested by two restriction enzymes of Not | and EcoR | . After purified, the HSPCO16 gene was inserted
into the prokaryotic expression vector pPIC9K. The pPICO9K/HSPC016 was transformed into P. pastoris GS115
strain by electroporation and recombinant protein was expressed after induced by methanol. The N-terminal ami-
no acid residual sequencing of the protein was made after SDS-PAGE analysis. Results The HSPCO16 gene
was successfully cloned into pPIC9K. The results of SDS-PAGE showed that the molecular weight of the ex-
pressed product was 7.2 x 10”, and the expression rate was about 20% . The result of the N-terminal amino
acid residual sequencing is identical to that of the molecular design. Conclusion HSPCO16 gene was success-
fully constructed and well expressed in Pichia pastoris expression system.
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Fig 1 Identification of the PCR product by DNA agarose gel electrophoresis
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Fig 2 Identification of recombinant plasmid pPIC9K/HSPC016
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A: YPD( negative control) ; B; YPD-G418(2 mg/ml) ( Positive)
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Fig 3 Selection of multi-copy transformants by YPD-G418 plate
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1: Recombinant strain pPICOK/HSPCO16 before induction;2 -9 Re-
combinant strain pPICOK/HSPCO16 induced for 0, 5, 10, 20, 30, 40,
50, 60 h; 10 Protein molecular weight marker. The arrow points to the
target protein of HSPCO16
B4 SDS-PAGE Kl BH)EB &RE
Fig4 Expression of target protein detected by SDS-PAGE
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