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Molecular cloning of mouse ERp29 and expression in IEC-6 cells
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Abstract: Objective To clone mouse ERp29 gene from intestinal epithelia and express it in IEC-6 cells.
Methods The total RNAs of mouse intestinal epithelia were isolated and the coding region of mouse ERp29
gene was amplified by RT-PCR. Then the coding region was cloned to T-vector and sequenced, and the expres-
sion vector was constructed by using pSGS. Cultured 1EC-6 cells were transfected with recombinant vector by
lipidsome , and the expression was confirmed by RT-PCR. Results A DNA fragment about 850 bp was ampli-
fied from total RNAs of mouse intestinal epithelial cells using specific primers of ERp29. The sequencing con-
firmed the coding region was successfully cloned into T-vector, which was completely coincident with the se-
quence in GenBank. After the fragment of T-vector containing ERp29 was inserted into pSG5, the recombinant
plasmid was transferred to IEC-6 cells. RT-PCR assay showed that a DNA fragment of 967 bp could be ampli-
fied, indicating the transeription of pSG5-ERp29. Conclusion Mouse ERp29 gene was successfully cloned

and expressed in IEC-6 cells, which help to further study the biochemical and physiological role in radiation re-

SCEE Y £ 1000-5404 ( 2005 ) 18-1830-03

(55 = T 2 T T 2 B D 2 S 8, 2 A A (e BT, 5 e 5 S 1

sponse of this protein.
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nal epithelial cells by RT-PCR and cloning into T-vector
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Fig 2 Construction of eukaryotic expression vector pSG5-ERP
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Fig3 RT-PCR analysis of transfected IEC-6 cells
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