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Association of genetic polymorphisms in the androgen receptor ARStul with prostate

cancer

LIU Yuan-feng, JIANG Jun, WANG Luo-fu, WANG Ya-lin, ZHANG Yao (Department of Urology, Institute of Surgery Research,
Daping Hospital, Third Military Medical University, Chongging 400042, China)

Abstract: Objective To explore the association of the genetic polymorphisms in the androgen receptor ARStul with

prostate cancer (PC). Methods The genetic polymorphisms in the androgen receptor ARStul were measured in 81 cases

with PC and 90 matched controls by polymerase chain reaction-restriction fragment length polymorphism ( PCR-RFLP),

and their associations with PC were determined. Results The frequency of S1 genotype was 12.3% in the cases with

prostate cancer, 3.3% in the matched controls ( P =0.040). No significant associations were found between S1 allele

and disease status, Gleason grade or disease progression. Slallele was more frequent amongspatients without the presence

of bone metastsis (28.0% vs 5.4% , P =0.008). Conclusion
the genetic polymorphisms in the androgen receptor ARStul.

The susceptivity to prostate cancer may be related to
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M: DI2000 marker; 7: S1; 1,2,3,4,5.6,8,9: S2
B 1 PCR-RFLP 3 ARStul(3% 5 A8 ME SR )
Fig 1 ARStul polymophism detected by PCR-PFLP (3% agarose gel)
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Tab 1 Association of ARStul polymorphism with four outcome parameters
among patients with prostate cancer

Tolal S2,n(%) Sl,n(%) P RR 95% CI

Gleason grade

High grade ( =7) 37 30(81.1) 7 (18.9) 0.173 3.2 0.8-13.4
Low grade ( <7) 44 41(93.2) 3(6.8)

Disease status
Advanced (C-I) 35 28(80.0) 7(20.0)  0.092 36 09-13.4
Localized ( A-B) 46 43(93.5) 3(6.5)

Bone metastasis
Presence 25 18(72.0) 7(28.0) 0.008 6.9 1.6-29.4
Absence 56 53(9%4.6) 3(5.4)

Disease progression
High risk 60 S51(85.0) 9(15.0) 0.440 3.5 0.4-2.7
Low risk 21 20(95.2) 1(4.8)
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