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Prokaryotic expression, purification and identification of anti-bacterial peptide gloverin
XU Bo', ZHOU HOllg2 v LI Hui-zeng] , LU Yong-lingl » WANG |.iang—.\'i: , DING Guo-fu’ (! Department of Stomatology, Southwest
Hospital, * Department of Pharmacology, College of Medicine, Third Military Medical University, Chongging 400038, China)

Abstract: Objective To express anti-bacterial peptide gloverin in prokaryotic system and investigate its bioactiv-

ity. Methods £ coli BL21 was used to express gloverin. Westem blot was used to identify the production and Tachy-

pleus Amebocyte Lysate (TAL) was used to detect the bioactivity of the production. Results The production was

identified as gloverin peptide by Western blotting, and the TAL data indicated that the production could neutralize LPS.

Conclusion  Anti-bacterial peptide gloverin is successfully expressed in £ coli BI21,
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Fig 1 Prokaryotic expression of protein identified by SDS-PAGE
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Fig 2 Purified recombinant protein detected by Western blotting
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Fig 3 Purity of recombinant protein measured by HPLC
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