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PCR-RFLP analysis of mitochondrial DNA control region in patients with osteosarcoma
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Abstract: Objective To determine if the mutation rates of mitochondrial DNA (mtDNA) control region in pa-
tients with osteosarcoma are higher than those of the healthy human, and to discover the possible specific mutations of
mtDNA control region in patients with osteosarcoma. Methods Total DNA, extracted from formalin-fixed and paraf-
fin-embedded tissues from 20 cases of osteosarcoma by Goelz’s method, was studied by Polymerase Chain Reaction-
Restriction Fragment Length Polymorphism (PCR-RFLP) for mutations within the mtDNA control region. Results
The T16519C mutation was detected in 8 out of 20 (40% ) samples and the rates of this mutation were 40% (4/10),
409% (2/5), and 40% (2/5) in osteoblastic, fibroblastic, and chondroblastic osteosarcoma, respectively. There was
no significance between three subtypes of osteosarcoma (P >0.05). The A deletion in the nucleotide position 16132
(5" end) was found in 7 (35%) out of 20 samples. No significant difference was ( 2 > 0.05) found between the
deletion being 30% (3/10), 40% (2/5), and 40% (2/5) in
three subtypes, respectively. The T16519C mutation and the A deletion in the nucleotide position 16 132 (5’ end)

three subtypes of osteosarcoma with rates of the A
were co-detected in 4 (20% ) out of 20 samples. The levels of the two mulations in patients with osteosarcoma were

significantly higher than those in healthy human. Conclusion The two mutations have high rates in osteosarcoma
and may play an important role in carcinogenesis and progression of osteosarcoma.
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