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Effects of ERR1 mutant 1240R on its transcriptional activation
LI Qiang, CHEN Min, CHEN Bin, LI Yu-ping, CHEN Jian, ZHONG Xiao-lin, ZHOU Du-jin (Department of Biochemistry and
Molecular Biology, College of Medicine, Third Military Medical University, Chongqing 400038, China)

Abstract: Objective To analyze the effects of mutant 1240R on the activation of gene transcription of estrogen
receptor-related receptor @ 1 (ERR1). Methods Mutant of ERR1 was obtained by overlap extension PCR, and

then inserted into MCS of plasmid pSG5. After identification of the positive clone by digestion of restriction endonu-

clease and sequencing, the activation of luciferase was detected by Luciferase Assay System. Results pSGS5/ERRI

1240R, mutant of ERR1', was successfully constructed. It was found that the luciferase activity of reporter gene gen-
erated by ERR1 mutant 1240R was obviously higher as compared with that of the ERR1 wild type. Conclusion The
function of transcription activated by ERR1 mutant 1240R was higher than that of the ERR1 wild type, which may be
the base for further studies of the constitution and function of ERRI.
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