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Screening the genes related to mouse olfactory bulb development by large-scale oligo
microarray technique

SONG Ye-chun, YANG Hui, LIU Shi-yong, HE Jia-quan, HUANG Qi-lin, QIU Ke-jun, ZHANG Zhi-yuan (Department of
Neurosurgery, Xingiao Hospital, Third Military Medical University, Chongging 400037, China)

Abstract: Objective To study the molecular programs of the mouse olfactory bulb (OB) development and a
structure critical for migration and differentiation of neural stem cells derived from anterior subventricular zone (Sv-
Za). Methods A large-scale oligo microarray of 16 500 genes were examined during olfactory bulb development
from embryonic day 16 (E16) to postnatal day 21 (P1, P7, P21). The control sample obtained from a mixture of the
whole brain tissues at four time points. Results A total of 581 differently expressed genes with differential ratio
more than 3 were observed. Gene-cluster analysis was used to group these genes into 6 distinct clusters with striking
patterns that appeared to correlate with major developmental hallmarks and cellular events. Twenty-eight genes associ-
ated with Slit2 and 17 genes associated with TH were found. Conclusion These data information should prove valu-
able in promoting our understanding of the molecular mechanisms underlying migration and differentiation of neural
stem cells. '
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Gene name GB accession Gene Function

Caena2dl NM 009784 Transport

3110023K12Rik NM 026523 None

Mrgl NM 010825 Development, metabolism
Cal-1 NM 009799 Metabolism

4930555Fa3Rik AK 016128 Metabolism

Gria2 NM 013540 Transport

Ednr NM 007904 Cell differentiation, development
Nirgl NM 011858 Cell differentiation, signal
Sppl NM 009263 Apoptosis, cell differentiation
Cgf NM 010217 Cell adhesion, cell motility
2410012M21 Rik AK 010477 None

™ NM 009377 Development, metabolism

11 13raz NM 008356 None

Sphk] AK 068748 Metabolism, signal
D230038D11 Rik AK 021284 Metabolism

None AF 022770 None

Myh8 M1 2289 Cell motility, development
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