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Prediction of the B cell epitope for MUC1 antigen
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Abstract: Objective

To predict the B cell epitope for MUC] antigen. Methods  The secondary structure and

surface properties of MUCI, such as physical and chemical characters, hydrophilicity, antigenicity, were analyzed

with various methods. Results Many distinet antigenic epitopes in MUC1 were identified by computation: 1-10,
24-54, 65-77, 84-91, 108-134, 140-156, 159-174, 179-196, 199-210, 220-233, 237-265, 270-299, 316-337,
351-362, 369-396, 411-420, and 445-502. Conclusion Prediction of the B cell epitope for MUCI can provide a

base for the studies of structure and function of MUCI, construction of its mutants, and selection of new expression

forms of MUCI .
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