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Gene transfection and expression of murine liver-specific microRNA in HeLa cell line
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Abstract: Objective To express miR-122 in Hela cells. Methods pAVU6 + 27-mirl22, an eukaryotic ex-
pression vector of miR-122, was transfected into Hela cell line by electroporation. G418-resistant clones were
screened for cell clones with stable transfection. Northemn blotting and dot blotting were used to detect miR-122 ex-
pression in the transfected Hela cells. Results Northern blot and dot blot analyses demonstrate miR-122 expression
in both transfected Hela cells and murine hepatocytes, but miR-122 expression was not found in Hela cells transfect-
ed with pAVU6 +27. Conclusion The expression of miR-122 in Hela cells may provide the basis for further stud-

ies of its targets and biological functions.
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Fig 2 neo gene expression in transfected HeLa cells
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A: By Northem blot; B: By Dot blot; 1: Liver of mouse; 2: Hela/pAVUG
+27-miR122; 3: Hela/pAVUG + 27
B3 miR-122 7 Hela 4058+ i) 3%
Fig3 miR-122 expression in transfected HeLa cells
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